. Identification of recombination areas in serotype IV ST-10 5877 strain. A909 ) and NGBS061, CC1, ST459) genomes were compared to 5877 (ST-10, CC-6-8-10) for polymorphism detection. Polymorphisms identified in ST-7 strain A909 (innermost ring) and ST-459 strain NGBS061 (second ring) against the serotype IV ST-10 strain 5877 are depicted in black. Foreign genomic segments identified in the 5877 draft genome by Bayesian analysis of recombination (BRATNextGen) coming from serotype IV ST-459 strain NGBS061 are represented in green. Higher polymorphisms density at definite regions of the genome correlated with recombination identified between the two strains. An 85.4 Kb recombination region contains the cps operon (orange). *Strain NGBS367 was assembled in house from SRA data. Abbreviations: CC = Clonal Complex; unknown = sequence of the gene not available; 
